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Theoretical and principal basis of appropriately selected topics in physical chemistry;

reviews of the theoretical and applied study in the field of quantum chemistry of current
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U5233am3138143518351 (Course Outline) 3213 18aIDUAINYINY

@ s v 1Y Jd a a
14.1 Jagiszasnm lluazmiotaglszasdiFanganssy

a

Ay ¥ Y A o A Y Y Ana o '
L‘WﬂﬁiNﬂ’J"IiJEﬂ’J"IiJHJﬂi]LﬂEJ’Jﬂ‘]JW]ﬂuﬂﬂ”lﬁi%ﬂ?]"lﬂ;‘ﬂﬁlﬂﬂ‘l/\lﬁ ﬁclUﬂ"lislfflﬂﬂi’]ﬂLL‘]J‘]J

A
AN 1139119797

9

a

Tuanalasl¥nouiiunesifuniesiiete Feiidacansodiunaiail lil4lse Tonild
9
iug

i Tuaddelussauurfunanazapg

devuaane



dy a 1w 4
142 WovineInaedlan

Flant

1

10

11
12
13
14

Aerou
HALAT. NI
HALAT. NI
HALAT. NI
HALAT. NI
HALAT. TN
HALAT. NI
HALAT. NI

4
9.A7.0UANA

J
9.A7.7UANA

4
9.A7.7UANA

J
9.A7.7UANA

4
D.A7.7UANA

4
D.A7.UANA

4
D.A7.UANA

14.3 359aMsSoUMIaou

144 oMoy

14.5 MsIaNamsSeu

v
Protein structure and database
Molecular dynamics simulation
Molecular dynamics simulation (@]' 0)
Comparative modeling method
Structure-based drug design
Structure-based drug design (919)
Molecular docking: protein-ligand docking
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Cohen, N.C., Guidebook on Molecular Modeling in Drug Design, Academic Press,
London, UK, 1996.

Clark, C.R., Moos, W.H., Drug Discovery Technologies, Ellis Horwood, Chichester,
UK, 1990.

Leach, A.R., Molecular Modeling: Principles and Applications, 2™ edition, Prentice
Hall, N.J., 2001.

Dean, P.M., Jolles, G., Newton, C.G. (eds.), New Perspectives in Drug Design,
Academic Press, London, UK, 1995.

Wolff, M.E., Burger’s Medicinal Chemistry and Drug Discovery, Volume 1:
Principles and Practice, 5" edition, John Wiley & Sons, N.Y., 1995.

Young, D., Computational Chemistry: A Practical Guide for Applying Techniques

to Real World Problems, John Wiley & Sons, N.Y., 2001.
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